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CCCTAGACATGCTGCTACTGCTATTCCTAGCTACCCCTAGGGTATACCACTTTCAAGCECT
M_V K _V P K

AACTGATGGCAACCCAGCATCCGGATAGCACCGT TGT TCTGATGCCGCAGGATGAAGI TG

TTGACTACCGT TGGGT CGTAGGCCT AT CGT GGCAACAAGACT ACGECGT CCTACTTCAAC
L MA T QH P D ST V V L MP QD E_V E

AAGAGGCAATTCAGGATGT TCTGCCGCT GGATCAGGGT GGT CGTGGT TGTGATGAAAAAA

--------- A S
TTCTCCGTTAAGT CCTACAAGACGGCGACCTAGI CCCACCAGCACCAACACTACTTTTTT
_E A1 _Q DV L P L D QGGURGCDE K M

TGGTTGATTATGAAGGT AAAGCCACCCCGTATAATCAGATGCGTGATATTATTGAAGAGG

--------- S
ACCAACTAATACTTCCATTTCGGTGGGGCATATTAGICTACGCACTATAATAACTTCTCC
VDY EGKATPY NQMRDII_ | _E E V

TGCGCAAATATGATGT TGT TCCGGEGT GAAGATTTTCTGATTACACCGCGT GT TCCGAATC

--------- S
ACGCGITTATACTACAACAAGGCCCACTTCTAAAAGACTAATGT GGCGCACAAGGCTTAG
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CGAAACTGGAAGATAAAGAT CGT CATCTGCTGGCAAT TACCGCAGCAGT TACCGCAAATA

GCTTTGACCTTCTATTTCTAGCAGTAGACGACCGT TAATGGCGT CGTCAATGGCGT TTAT

_ K L EDKDIRHILL A IT_ T A AV T A NWM

TGTATAGCCAGATGTATTTCAACACCGATGCCATCAAATATATCATTCTGCCGATGAGCA

ACATATCGGT CTACATAAAGT TGTGGCTACGGTAGT TTATATAGT AAGACGGCTACTCGT

_YS QMY FNTDAI_KY I_I_L P MS'T

CCAGCACCCT GGAACT GECAGAAGT TCAGCGT CGTATTCTGAAAGT TGAACGT CTGGT TA

GGTCGTGEGACCT TGACCGT CTTCAAGT CGCAGCATAAGACT TTCAACT TGCAGACCAAT

_ S T L E L A EV QR R I_L KV E R L V_S

Bst BI

GCGAAGAATTTAGCCTGCGTATTGAAGAATGGATTAAACTGAT TCCCCTGT TCGAAACCG

CCCTTCTTAAATCGGACGCATAACTTCTTACCTAATTTGACTAAGGCGACAAGCTTTGEC
E E F S L RI_E E WI_K L I_P L F E T A

CAGAAAGCCACATGCATATTGATGAAATTGT TGAAGGT CTGCGCATTGCCTTCATTAAAG

GICTTTCGGTGTACGTATAACTACTTTAACAACT TCCAGACGCGTAACGGAAGTAATTTC

_ESHMHI_DEI_V EGIL RI_AF |I_K_E

AAATTGGCATGT TTGAGAACGAATTTCGCAT CTTTATGGGECAAAAGCGATAGCGGTATTC

TTTAACCGTACAAACT CTTGCTTAAAGCGTAGAAATACCCGT TTTCGCTATCGCCATAAG

I G M F ENEFRI FMGK S DS G I_H

ATAGCGGTCATATTGCAAGCAGCATTGGTGI TCGTATGGEGTCTGCTGAAACT GTGGAATT

TATCGCCAGTATAACGT TCGTCGTAACCACAAGCATACCCAGACGACTTTGACACCTTAA
_ S GHI_A S S I_GVRMGIL L KL WNW
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GGCAGAAAGATACCATGT TCAAAGT GTATCCGAT TATCGGTATGGGTAAACCGCCTCTGC

CCGTCTTTCTATGGTACAAGT TTCACATAGCCTAATAGCCATACCCATTTGGCGCGAGACG

_QKDTMFKVYPI 1 _G6GMGKUPP L R

GI'GGTCACATGECAGAATGCGT TATTGAAGATTGGGT TGAAGCATGECGTGGTTATTATA

CACCAGTGTACCGT CTTACCCAATAACTTCTAACCCAACTTCGTACCGCACCAATAATAT

_GHMA EWV I _EDWVEAWRGY Y T

Pvul

CCGCAACCGT TCAGAGCGCACTGCGT TTTAATACCGATCGTAAAGATTATGTGCATACCA

GGCGT TGECAAGT CTCGCGT GACGCAAAAT TATGECTAGCATTTCTAATACACGTATGGT
_A T VQ S ALLR FNT D RKD Y V. HTI

Bst El |
TTACCGT GGT GACCAAAAAT AGCGGT AAACAGCCTCCGCTGGAACT GCTGGGTTATGCAA
--------- YR s

AATGGCACCACTGGT TTTTATCGCCATTTGT CCGGAGGCGACCT TGACGACCCAATACGT T

_ T V VT K N S GK QP P L E L L G Y A K

AAGAAATGGT TAATGT TGCAT GGCGT GCAAGCGAAGT TTATCTGAGCCGT CTGGAACGT C

TTCTTTACCAATTACAACGTACCGCACGI TCGCT TCAAATAGACT CGGCAGACCT TGCAG

_EMVNVAWRASEV Y L SR L ER'L

TGGCAGATATGATTAGCTTTATGGCCAAATTTGT TACCCGT ACCCGT GCACGT CTGGATA

ACCGT CTATACTAATCGAAATACCGGT TTAAACAAT GGGCAT GGECACGT GCAGACCT AT

_ADMI S F MAKZFVTRTRARTILD'S

Agel

GCTATAAACGT CGTGCAAAAACCGGTAAAGAAAT GCCTCGTGCAATTCGT TTTTGI GCAA

CGATATTTGCAGCACGT TTTTGGCCATTTCTTTACGGAGCACGT TAAGCAAAAACACGT T
_ YK RRAKT GKEMPIRAI_RF CA'S
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GCCTGTATAGCAT GGGT CTGGGTCCGACCCTGATTGGT GCCGGT GT TATTGAAGAACT GG

CGGACATATCGTACCCAGACCCAGGCTGGGACT AACCACGGCCACAATAACTTCTTGACC

Ly s M GL GP T L I_GA GV I_EE L A

CAAGCGGCACCGCAGAAAAACT GGAACATCTGCTGAAATTTGT TCCGCT GCTGCCGAAAG

GITCGCCGTGECGTCTTTTTGACCT TGTAGACGACT TTAAACAAGGCGACGACGECTTTC

S GT A E KL EHL L KF VP L L P KD

ATTTTGCATTTGATTATGCAT TCACCGATCTGGAAGT GTTCAAACGT TATGT GGATGAAA

TAAAACGTAAACTAATACGTAAGT GGCTAGACCTTCACAAGT TTGCAATACACCTACTTT

_FAF DY A F T DL E V F KRY V D E K

AAACCTTTGAAATTATCAAAAAAGATGT GGATGT GGT GAAAGAATACTTCGCCAATGI TG

TTTGGAAACTTTAATAGI TTTTTCTACACCTACACCACT TTCTTATGAAGCGGT TACAAC

_T F E I _1_K K D VDVVKEY F A NV E

AACCGCCTAAAAGCCCT CCGGAAGGT TATTT TGAAAAACT GCGCGAACT GCGTGGTGCAC

TTGGCGGATTTTCCGGAGGECCT TCCAATAAAACT TTTTGACGCGCT TGACGCACCACGT G

PP K SPPEGYFEKIL REILRGATL

TGGATGAAGCCGAAGT TAGCCGT GCCAAAAGCAATTGT TATGGAACT GECCGAAATGCGT G

ACCTACTTCGGCTTCAATCGCCACGT TTTCGTTAACAATACCT TGACCGECTTTACGCAC
D E A EV S RAKAI_V MEL A E MRG

Ncol EcoRl Hi ndl |1

Hi ncl | Bst Bl
GITTTCTGGGT TAACCAT GGAATTCGAAGCT TGATCCGGCTGCTAACAAAGCCCG
--------- T T T I g

CAAAAGACCCAAT TGGTACCT TAAGCT TCGAACTAGGCCGACGATTGT TTCGGEC
_F L G *



